The following tables show how the originally defined groups in the reference datasets OrthoBench and COG are separated by Proteinortho (Po) and its extension PoFF. Members determines the number of genes in each reference group. Groups indicates into how many groups, the original reference group was divided by the respective approaches. Missing Genes gives rise to the number of original members that are not present in any group. Additional Genes tells how many members were added to the algorithm derived groups that were not present in the reference group before.

